—237—

TDI HA oMo FAXZAMO S0|8A
oFoly AA=I|-wAUY
NRT, 015, 019S, 53, Yol H

Background: More than 50% of toluene diisocyanate (TDi)~induced asthma patients have persistent symptoms after
complete avoidance. A recent investigation suggests that the presence of serum specific 1gG (slgG), not specific IgE
(sigF), is more closely associated with positive bronchoprovocation results. Therefore, we evaluated the possible role
of sigf and slgC in predicting the long—term prognosis of TDI-asthma.

Materials and methods: 41 TDi-asthma patients and 20 unexposed healthy controls were enrolled, SlgkE and slgG to
TDI-HSA conjugate were detected by ELISA. All patients took medication and avoided exposure to TDI. Airway
hyperresponsiveness to methacholine (AHM) was monitored yearly. The patients were divided into three groups: group
|, no improvement with persistent symptoms (n=12); group ll, partial improvement with symptoms (n=13); group i,
in remission {n=16).

Results: Favorable prognosis was associated with a milder degree of AHM at initial diagnosis (p<0.05). There were
nc differences in the prevalence of sigE antibodies among the three groups, although sigG tended to be higher in
group | than in group Il (0.05<p<0.1}. The levels of sligG were higher in group | than in group Il (p=0.05), whereas
slgk levels were significantly higher in group Il than in group | (p=0.014). No differences were noted in duration of
exposure, sex, age, atopic status, and total IgE levels among the three groups.

Conclusijon:This study confirmed that favorable outcome is related to a milder degree of AHM and to low levels of
slgG. Also, higher slgE at initial diagnosis may represent a hetter prognosis.
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